INTRODUCTION 47
one of the prime mechanisms for ecological speciation due to the direct relationship between 52 pollinator specialisation and floral isolation (Grant, 1971; Johnson, 2006; Schiestl, 2012) . 53
Pollinator shift frequency in specialised plant lineages depends on the influence of 54 local selective forces (i.e. pollen limitation and pollen transfer efficiency), and the degree of 55 floral isolation and its genetic basis (Xu et al., 2012a; Schiestl & Schlüter, 2009 , and 56 references therein). In fact, if the transition to a different pollinator requires changes in several 57 non-correlated floral traits and attraction signals, then strong and prolonged directional 58 selection is required to promote those changes (Nosil et al., 2009) within a population, while the remaining 13% was explained by variance among populations 280 (Table 3) . 281
PCoA analysis grouped allopatric and sympatric populations based on taxonomic 282 classification (the first two axes explained 25.9% and 19.4% of the variation, respectively; 283 The most probable number of genetic clusters (K) present in the data, (determinedspecies contributed to the sample gene pool. Individuals of the two species exhibited strong 290 assignment to their respective cluster, with the exclusion of a few putative hybrid individuals 291 (Fig. 3) . 292
A genome scan for F ST outliers was performed for O. sphegodes populations from 293 Cuma and Gargano by using a trimmed mean F ST of 0.027 (Fig. 4) . Overall, 269 loci were 294 included in the genome scan, which identified four outliers (P < 0.025) below or above the 295 respective 0.025 or 0.975 quartiles of the expected F ST distribution. All four outlier loci were 296 more strongly differentiated than expected. However, among the four loci, only two were 297 unique to the comparison between O. sphegodes populations from Cuma and Gargano, while 298 the other two loci were found as outliers also in other pairwise population comparisons. 299
Our GLM analysis modelled genetic pair-wise population differentiation (Φ ST ) as a 300 function of geography and shared pollinators. Geography and pollinators were both 301 significant (P < 0.05) factors in explaining population differentiation (Table 4) . 302
POLLINATOR CHOICE EXPERIMENTS 304
Pollinator activity was negligible in the afternoon, and overall activity in Gargano was 305 notably higher than that in Cuma. The captured pollinator summary is given in Table 5 . (p=0.209; 999 permutations). These floral scent differences were mainly due to a higher 325 proportion of total alkenes in Tyrrhenian populations (Fig. 6) (Fig. 6) In spite of the small genetic differences, our data showed that between the seven study 375 populations, levels of intra-specific gene flow were higher than inter-specific levels. 
